Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.050; wR factor = 0.138; data-to-parameter ratio = 28.3.
The nine-membered fused-ring of the title compound, C 10 H 13 N 5 O 2 , is approximately planar [maximum deviation = 0.012 (1) Å ]; the bond angle at the methylene C atom is 111. 33 (10) . In the crystal, the amino group forms hydrogen bonds to the N atoms of the triazole rings of adjacent molecules, generating a ribbon running along the a axis.
Related literature
For a related molecule, see: Fettouhi et al. (1996) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). methyl-[1,2,4]triazolo[1,5-a]pyrimidin-7-yl)acetate (Fettouhi et al., 1996) , which is a member of a class of antiviral compounds. The use of 3,5-diamino-1,2,4-triazol with the pyrone gave the analogous amino-substituted compound (Scheme I).
The nine-membered fused-ring of C 10 H 13 N 5 O 2 is planar; the methylene unit connecting the fused-ring and the ethoxycarbonyl unit is slightly opened up to 111.33 (10)° (Fig. 1) . The amino group forms hydrogen bonds to the N atoms of the triazole rings of adjacent molecules by a two-fold symmetry operation to generate a ribbon running along the a-axis of the monoclinic unit cell (Table 1) .
A solution of 3,5-diamino-1,2,4-triazole (1 g, 10 mmol) and 4-hydroxy-6-methyl-pyran-2-one (1.6g, 12.6 mmol) in ethanol (30 ml) was heated for 12 hours. The solvent was removed by evaporation and the residue recrystallized from ethanol to afford the colorless crystals.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93-0.97 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2-1.5U(C).
The amino H-atoms were located in a difference Fourier map, and were refined with a distance restraint of N-H 0.88±0.01 Å; their temperature factors were refined. 
